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LN NE2 (2
L 13882 UVSSA Knockout HEK293T Cells 13/
FEamfE
> UVSSA Knockout HEK293T Cells (UVSSAZEF i BrHEK 293 T4 i) /2 it it [F] I+ %1% Cas9. H I JE Kl sgRN Al puromycinyi 14 5

A\

B, FFSEEL T H I CRISPRERFR FTHEK 293 T4H/E . AL b H 195 K ) bk 4@ T7TERE IR AE . A bkZ 2 silE
g, wTHT Iz E R EEE A DI RERE 7T, AT DUF T2 DR R BT A (R 56

AHEK293T Cells A ] [ ik Cas9. puromycindi 45 KA H (1) 5E Kl sgRNA 11855 55 /% Yt HEK 293 T4H f 3+ £ i puromycin i
I JE ARSI 22 se FEHEK 293 TAM A . 1l 2% A 40 Mo (1) A 24803 25 11 22k 8] 1 Fp O i TS BB S % KL

U6 sgRNA EFS  SpCas9 Flag P2APuro

BI1. AR Rk sgRNA L Cas9H puromycinii 14 115995 15 FL 28 ] /37 91 (1) G B 5 2.

A4 B SRR bR CL 4l I T7TERE SR IE -

T 7 40 g 2 i i CRISPR/CasO4% R SRAFHI 22 T A A, FE T CRISPR/CasOF A f4F i, BRSSP 35075 2/3 i 4 i & A A i 5
AR FECT H B RS, PR 13 R R RIS A . IRZ G0 N A 223 AR A B B IRER, ©4 2
CUATIR Z 10 B R R I A2 TR MR T T o W A5 B3R5 100% 52 R m bR I A0, T LA A48 A= i i o e P 4 D
B AL 5 R BT B e B AR MR B i R R 5

AL T 286, 28 R IS 358 A 0 A AT I 1) £ % B 201 Jfd Control Knockout HEK293T Cells (L00020)ER 4 5] GFP (1) %+ B& 21 ffd
GFP Knockout HEK293T Cells (L00022).
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Species Gene Symbol Gene ID GenBank Accession Transcript
Human UVSSA 57654 BC021930 NM_020894
About the gene

Official Symbol UVSSA

Previous Symbol KIAA1530

Official Full Name | UV stimulated scaffold protein A

Synonyms -

Location 4pl6.3
Gene Type protein-coding gene
Uniprot ID Q2YD98

Pathway/Library Lung Cancer Growth Related Genes Library

The protein encoded by this gene appears to be involved in ubiquitination and dephosphorylation of
RNA polymerase II subunits that stall after UV irradiation. The encoded protein interacts with several
members of the nucleotide excision repair complex, and is thought to be involved in the
transcription-coupled nucleotide excision repair (TC-NER) pathway to help remove lesions in the DNA
that block transcription. Defects in this gene can cause UV-sensitive syndrome 3. Alternative splicing
results in multiple transcript variants.
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a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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